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1. Why Bioinformatics become very popular in modern biology.

2. What is homology and how this homology is helpful for evolutionary theories?

3. Discuss the important of automation in genome sequencing.

4. Overview of methods of sequence alignment.

5. Give in brief the search criteria followed to search genes in NCBI database.

6. How secondary databases organization and applications in bioinformatics are different from
primary databases. Illustrate with examples?

7. Describe in brief about EXPASY and state its applications in bioinformatics.

8. How would you construct phylogenetic trees using clustal programs. Explain briefly?
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